
How to Read This Supplemental Report
The SARS-CoV-2 variant therapeutic data in this report have been curated in collaboration with the National
Institutes of Health (NIH) Accelerating COVID-19 Therapeutic Interventions and Vaccines (ACTIV) Tracking
Resistance and Coronavirus Evolution (TRACE) Working Group with support from the Foundation for the National
Institutes of Health (FNIH). New and updated information will be added on a weekly basis as more studies are
shared. Please continue to check back as our curated database grows. Please contact us at
NCATSOpenDataPortal@nih.gov with any feedback, comments, or questions to help us improve this resource.

What Data is Included?
The underlying data in these visualizations has been curated, in collaboration with ACTIV TRACE, from a prioritized
set of publications (both preprints and peer-reviewed articles). To improve data accuracy, publications are limited to
prominent therapeutic agents (both approved and in clinical trial), with an emphasis on studies conducted 1) by the
sponsoring pharmaceutical company or 2) with a government partner. The OpenData Portal does not intend to
serve as a comprehensive dashboard for all variant therapeutic data published in the literature.

How to Interpret the Visualizations
The visualization graphics are meant to provide a quick-glance summary of how individual SARS-CoV-2 variants
may respond to known therapeutics, compared to reference strains. The displayed fold-change values represent
data collected from published in vitro viral neutralization assays comparing variants to a reference strain.

Of important note, the data displayed were generated:

• From different assay types and conditions
• By different research laboratories
• Using different reference strains
• With test material from different sources/of potentially different grades, tested at different dose ranges

As a result, the visualizations should not be used to conduct side-by-side comparisons of therapeutics.
Reported minimum fold reduction values (e.g. >1000-fold) may have greater actual fold change values than those
displayed. Furthermore, the data shown are collected from in vitro assays, and it is not known how in vitro
neutralization assay data correlate with clinical outcomes. It is worth noting that the experimental therapeutic
concentrations are not necessarily correlated to clinical concentrations; thus therapeutics with large reported fold
reductions in activity may still be active against the variants in clinical settings, as standard dosing/exposure in
patients could exceed the required therapeutic window. Lastly, the data may be from preliminary reports that have
not been peer reviewed and thus should not be regarded as conclusive, guide clinical practice or health decisions,
or be reported in news media as established information.

It is important to note that the fold-reduction values displayed are normalized and may differ from the original activity
or fold-change values reported in preprints and publications. All values are normalized to express the fold reduction
of neutralization activity for a specific therapeutic against a SARS-CoV-2 variant strain relative to an ancestral or
reference SARS-CoV-2 strain within the same assay under identical conditions. The greater the fold-reduction
value, the greater the reported reduction of neutralization activity of a specific therapeutic agent against a SARS-
CoV-2 variant, compared to the wild-type control. Data with fold-reduction values between 0 and 1 indicate that the
therapeutic agent displayed greater neutralization of the variant strain than the wild-type strain.
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Interactive versions of these graphics are available on the OpenData Portal Visualization Page
Additional details on the visualized data are available on the NCATS OpenData Portal.
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https://www.nih.gov/research-training/medical-research-initiatives/activ
https://www.nih.gov/research-training/medical-research-initiatives/activ/tracking-resistance-coronavirus-evolution-trace
mailto:NCATSOpenDataPortal@nih.gov
https://opendata.ncats.nih.gov/variant/activity
https://opendata.ncats.nih.gov/variant/summary


New to the OpenData Portal Variant Database this week:

New Pre-prints, Publications & Datasets:
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1. An infectious SARS-CoV-2 B.1.1.529 Omicron virus escapes neutralization by several therapeutic monoclonal 
antibodies [Pre-print]

2. Ensovibep, a novel trispecific DARPin candidate that protects against SARS-CoV-2 variants [Pre-print]

3. Neutralization and Stability of SARS-CoV-2 Omicron Variant [Pre-print]

4. Reduced sera neutralization to Omicron SARS-CoV-2 by both inactivated and protein subunit vaccines and the 
convalescents [Pre-print]

5. Enhanced neutralization against SARS-CoV-2 by vaccine booster exhibits reduction of Omicron variant [Pre-
print]

6. Omicron Booster Strategy Update [Press Release]

7. SARS-CoV-2 Omicron Variant: ACE2 Binding, Cryo-EM Structure of Spike Protein-ACE2 Complex and Antibody 
Evasion [Pre-print]

8. SARS-CoV-2 Omicron spike mediated immune escape, infectivity and cell-cell fusion [Pre-print]

9. Variable loss of antibody potency against SARS-CoV-2 B.1.1.529 (Omicron) [Pre-print]

10. Diminished neutralization responses towards SARS-CoV-2 Omicron VoC after mRNA or vector-based COVID-19 
vaccinations [Pre-print]

11. Activity of convalescent and vaccine serum against a B.1.1.529 variant SARS-CoV-2 isolate [Pre-print]

12. Omicron mutations enhance infectivity and reduce antibody neutralization of SARS- CoV-2 virus-like particles
[Pre-print]

13. Sputnik Light booster after Sputnik V vaccination induces robust neutralizing antibody response to B.1.1.529 
(Omicron) SARS-CoV-2 variant [Pre-print]

14. Binding and Neutralizing Antibody Responses to SARS-CoV-2 in Infants and Young Children Exceed Those in 
Adults [Pre-print]

15. Fact Sheet for Health Care Providers Emergency Use Authorization (EUA) for Paxlovid [FDA Fact Sheet]

16. Fact Sheet for Health Care Providers Emergency Use Authorization (EUA) for Evusheld (tixagevimab co-packaged 
with cilgavimab) [FDA Fact Sheet]

Updated Pre-prints, Publications & Datasets (12/24/2021):
1. Broadly neutralizing antibodies overcome SARS-CoV-2 Omicron antigenic shift [Pre-print]

https://doi.org/10.1101/2021.12.15.472828
https://doi.org/10.1101/2021.02.03.429164
https://doi.org/10.1101/2021.12.16.472934
https://doi.org/10.1101/2021.12.16.472391
https://doi.org/10.1101/2021.12.17.21267961
https://s29.q4cdn.com/745959723/files/doc_presentations/2021/12/20/MASTER-Omicron-Booster-Update-Call-(12.20)_7am-(1).pdf
https://doi.org/10.1101/2021.12.19.473380
https://doi.org/10.1101/2021.12.17.473248
https://doi.org/10.1101/2021.12.19.473354
https://doi.org/10.1101/2021.12.21.21267898
https://doi.org/10.1101/2021.12.20.21268134
https://doi.org/10.1101/2021.12.20.21268048
https://doi.org/10.1101/2021.12.17.21267976
https://doi.org/10.1101/2021.12.20.21268034
https://www.fda.gov/media/155050/download
https://www.fda.gov/media/154701/download
https://doi.org/10.1101/2021.12.12.472269


Explore the latest Variants & Therapeutics data on OpenData Portal:
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Click to explore variant data on OpenData Portal:
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Data for All Variants

Single Point Mutation Data

What’s new in the last week? 

Other Variants

B.1.1.529

In vitro data added to NCATS OpenData Portal in the last week 

Updated 12/27/2021

https://opendata.ncats.nih.gov/variant/activity/b117
https://opendata.ncats.nih.gov/variant/activity/b1351
https://opendata.ncats.nih.gov/variant/activity/b16172
https://opendata.ncats.nih.gov/variant/activity/b1621
https://opendata.ncats.nih.gov/variant/activity/ay
https://opendata.ncats.nih.gov/variant/activity/p1
https://opendata.ncats.nih.gov/variant/activity/b1427429
https://opendata.ncats.nih.gov/variant/activity/b1525
https://opendata.ncats.nih.gov/variant/activity/b1526
https://opendata.ncats.nih.gov/variant/activity/b1617
https://opendata.ncats.nih.gov/variant/activity/c37
https://opendata.ncats.nih.gov/variant/activity/allvariants
https://opendata.ncats.nih.gov/variant/activity/singlemutationvariant
https://opendata.ncats.nih.gov/variant/activity/whatsnew
https://opendata.ncats.nih.gov/variant/activity/othervariants
https://opendata.ncats.nih.gov/variant/activity/b11529
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In vitro Omicron data featured on the NCATS OpenData Portal
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